ABSTRACT We report here the genome sequences of the type strains of the species Thermococcus barossii, T. celer, T. chitonophagus, T. gorgonarius, T. pacificus, T. peptonophilus, T. profundus, T. radiotolerans, T. siculi, and T. thioreducens, as well as the prototype of a possible type strain of a novel Thermococcus species, strain P6.
The genome sequence of T. peptonophilus OG-1 (GC%, core genome phylogeny) confirms previous reports that it may have been incorrectly placed in the Thermococcus genus and should instead be placed in the Pyrococcus genus. Strain P6 is most closely related to T. celer strain Vu 13 (1), as indicated by in silico DNA-DNA hybridization of their genomes (predicted value, 28.90% using the genome-to-genome distance calculator GGDC version 2.0 [14] ). This genomic distance suggests that strain P6 defines a novel species inside the Thermococcus genus. Accession number(s). This whole-genome shotgun project has been deposited in GenBank under the accession numbers CP014750, CP014751, CP014854, CP014855, CP014862, CP014863, CP015101 to CP015106, and CP015193.
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